Pattern of protein production by bovine corpora lutea during luteolysis and characterization of expression of two major secretory products of regressing corpora lutea.
Although the decrease of progesterone in serum and in luteal tissue during luteal regression is well characterized, relatively little is known about changes in proteins produced by the corpus luteum during this time. The first objective was to examine changes in patterns of protein secretion that might be associated with functional and structural luteal regression. The second objective was to characterize the expression of two major secretory products of regressing corpora lutea. Thirty normally cyclic heifers were randomly assigned at day 15-16 of the oestrous cycle (oestrus = day 0) to be ovariectomized at 0 h (no PGF2 alpha; n = 5) or at 4, 8, 12, 24 or 48 h after PGF2 alpha-induced luteal regression (n = 5 per time point). Total cellular RNA was isolated from tissue frozen at the time of ovariectomy. Thin slices (< 1 mm) of tissue were placed in methionine-deficient minimum essential media with [35S]methionine and placed in a humidified CO2 incubator at 38 degrees C. Media and tissues were collected 6 h later. Changes in profiles of secreted proteins were analysed by one-dimensional SDS-PAGE. A number of proteins (relative molecular mass ranging from 14,300 to 200,000) were produced by luteal tissue at each time point (0-48 h). The major secretory proteins had relative molecular masses of approximately 21,500, 28,200, 43,700 and 46,000. Secretion of the relative molecular mass 46,000 protein(s) increased (P < 0.05) between 4 and 24 h after PGF2 alpha injection compared with the 0 h group.(ABSTRACT TRUNCATED AT 250 WORDS)